TAMU Superfund Big Data Session 4
Software installation for the Session

For this session, we will use the R language. Some of the code shown in the session uses recent versions of R, so please install the most recent version. We will show results in R Studio, which is essentially a convenient "front end" for R, but not necessary for the session. Both R and RStudio are free. If you install on a computer administered by someone else, you might need to install the software on the desktop folder or some other location for which you have write access.

To install R and R Studio:
• Download R from https://cran.r-project.org/
• Download RStudio (Desktop) from https://www.rstudio.com/products/rstudio/


Additional optional preparation before the Session

We will be using a few R packages in the session. Packages can optionally be installed before the workshop (additional packages may also be installed during the workshop). Here are instructions for installing ggplot2, plotly, ggthemes and biomaRt.

To install the packages using an interactive session of R or the RStudio console window, type at the > prompt: 

install.packages("ggplot2")
install.packages("plotly")
install.packages("ggthemes")

A fourth package, biomaRt, can be installed from Bioconductor. The instructions for installing this package can be found here: https://bioconductor.org/packages/release/bioc/html/biomaRt.html

Optionally in RStudio, ggplot2, plotly and ggthemes can be installed by going to 'Tools' and then clicking on 'Install Packages'. Type the package name into the 'Packages' window and press the 'Install' button (the 'Install from:' window shows the CRAN repository). 

